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carbohydrate analysis 


256 


bovine serum albumin 
ATP-dependent protease 258: 92: bovine submaxillary mucin 


258: 192 


carbohydrate antigen 
258: 603 carbohydrate specif 54 
attenuated total reflection 252: 2 box C/D small nucleolar RNA 253: 154 
bradykinin 252: 569 
autocrine/paracrine role 257: 5 brain 


icity 2 
carbon monoxide 255: 755 
carbon monoxide dehydrogenase 
251: 704; 256: 24: 257 2i2ee 2 carboxyfullerene 254: 38 
autoimmunity 254: 558 brain protein 256: 201 carboxylesterase 257: 142 
autophosphorylation 257: 5: breast cancer 252: 169; 254 Ae carcinoembryonic antigen 25 
avian myeloblastosis virus 258: 1032 brominated detergent 257: 21¢ carcinoembryonic antigen gen 


251: 729 778 


avidin 256: 453 B-type lamin 
axonal guidance 254: 14 Bufo arenarum 252: 253 cardiac muscle 
Azotobacter vinelandii 252: 45 bullfrog (Rana catesbeiana) 256: 287 cardosin 255 

Burkholderia vietnamiensis 258: 696 carnitine 253: 614 
Bacillus megaterium 254: 341 butylated hydroxytoluene 256: 518 


959-999 


carotenoid 


Bacillus stearothermophilus 253: 251; 2: bZip 256: 106 carrier 258: 702 
500 carrier protein 25 


Bacillus subtilis 255: 690; 257: 210 C enrichment 252: 360 casein 252 
bacteria 255: 279 C1 inhibitor 254: 117 caspases 
bacterial adhesion 258: 897 Ca°’-binding proteins 258: 454 439; 2 
bacterial cytochrone-c peroxidase 258: 2 Ca°*/calmodulin-dependent kinase 255: 718 


catalytic antibody 
bacterial expression system 252: 59 Ca 


calmodulin-dependent protein kinase II catalytic mechanism 
bacterial outer-membrane protein 255 255: 516 
bacterial polysaccharide 253: 730 Ca 


catalytic site 25 
channels 257: 274 catechol-1,2-dioxygenase 
: 


bacterial polysaccharide structure 256 Ca°*-transporting ATPase 253 cathepsins 252 
bactericidal 253: 452 Caco-2 cells 255: 698 527 


- 256: 163 


251: 565 


bacteriocin Caenorhabditis elegans 253: 583; 254: 230 ChiF 254: 341 


baculovirus 256: 36 calcitonin 257: 331 CCAAT-binding proteins 


CCAAT/enhancer-binding proteir 


baculovirus expression system 257 calcium 251 5; 25: x 
base catalyst 252: 447 482; 255 as a ; 258: 56 254 


538 
basement membrane 255: 60 calcium activation 25: CD 258: 445 
bax 257: 351 calcium and magnesium dependence 251 

Bax 258: 19 516 

Bcg gene 251: 734 calcium-binding 251: 558; 253: 57 

Bel-2 251: 295; 252: 1; 254: 439; 258: 19 calcium-binding proteins 252: 591; 257: 457 

Bcl-x(L) 258: 19 calcium-dependent protein kinase 251: 605 CD95 (APO-1/Fas) 254: 439 
bdellastasin 253: 212 calcium mobilization 252: 147 Cdce24p 251: 583 
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Cdc2-like or Cdk-like kinase 
cDNA 254: 558; 255: 391; 
cDNA cloning 
a gee 2 
94: 258: 863 
cDNA cloning and sequence ar 


759 


cDNA expression cloning 
cDNA sequence 25 
613; 252: 314 


CDP-pb-glucose synt! 


cecropin-like 257 


" 
cell adhesion 
cell detachment 


cell differe 


cell line 

cell panning 252 
cell wall 253: 552 

cell-free coupled transcription-translation 


~ 


57-955 


cellobiohyd 


cellobiose dehydrogenase 
cellular fibronectin 255 
cellular localization 251 

yenition 258: 67 


noic-acid-binding protein 257 
IAA 
$44 

cellular retinol-binding protein 257 


344 


251: 971; 253: 101; 253: 469; 


+ 


cellulase 
79: 258: 200 

cellulose 3: 4 258: 200 

cellulose-binding domain 256: 279 

central nervous syste! 

Centruroides 

ceramide 

cGMP 253: 42 

C/H correlation 

chain length of fatty 

chaperone 251 181 

h 


chaperone-like activity 


chaperonin 255: 93 
characterization 

chemical cleavag 

chemical cross-linking 
chemical modification 
chemical protein modification 


chemical shift 257: 479 


chemical-shift variation 
chemokine 253: 1 2 
chem« 

‘ 


chicken 258: 9904 
chimeric receptor 254: 505 


chiral discrimination 
chitin synth 
chitinase 
chitosan 
chitotriosidase 
CH-z intera 
Chlamydomonas re inhardtii 
p-chloromercuribenzoate 257 
chlorophyll fluorescence 256: 595 
chlorophyll synthesis 253: 161 
chlorophyll-geranylgeranyl reductase 
413 
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chloroplast 251: 36; 
258: 586 
chloroplast enzymes 
chloroplast protein import 
cholesterol 253: 107 
cholinesterase 258: 419 
chondrocyte 256: 503 
chondroitin sulfate 251: 114 
chromatin 258: 460 
chromatin remodeling 251: 9 
chromatography 254: 356 
chromophore 257: 522 
chromosomal localization 254: 55 
355 


chromosome 8 254: 297 


chronic progressive external ophthalmoplegia 


257: 192 
Chrysiogenes arsenatis 255: 647 
chymase 253: 300; 256: 461 
chymotrypsin 254: 90 
circular dichroism 251: 480; 251: 5 
462; 255: 580; 255: 588; 257 
157; 258 
cisplatin 25 


citric acid cycle 


clamp loader 254: 209 
clathrin 253: 525 
clearance 251: 804 
cloning 253: 675 
ClpP 258: 923 
clusterin 254: 282 
C-INVC 251 435 

C-NMR 255: 125 
oated-pit-independent endocytosis 
cobalamin 253: 698 
cobalt 256: 16 
cobalt-precorrin-4 254 
cobatoxin 254: 468 
5S’ codon context 257 
cofilin 256 
coiled-coil 
cold adaptation 

317 
cold tolerance 
collagen 255: 60 
collagen fibrillogenesis 254: 580 
collagen XII 257 
collagenase 
colon carcinoma 
common receptor 7 chain 
competitive binding assay 
competitive inhibition 254: 
complement 252: 36; 254: 
complement 5a receptor 


complementation analysis 256: 88 


complementation of yeast mutant 258: 402 


256: 36 


complex II 251: 164 


complex formation 


computer modelling 256 

concanavalin A 

conformation 251: 448; 25 
257: 101 


conformational analysis 252: 4 


conformational change 252: 66; 253: 406; 


255: 383; 256: 411 


conformational flexibility of ATP site 


245 


congenital erythropoietic porphyria 257: 149 


f-conglycinin 258: 854 
conjugate vaccine 255: 446 
connexin phosphorylation 
conotoxin 254: 238 

consensus pattern 252: 90 
continuous-flow ESR 254: 256 
co-operative binding 1: 434 
cooperativity 255: 25: 

copper 251: 716; 25 

copper amine oxidase 251: 91 


copper cluster 255: 172 


Coprinus cinereus peroxidase 251: 830; 258: 


906 
copurifying RNA 251: 244 


core oligosaccharide 255: 6 


73 
core protein 258: 100 
co-response coefficient 258: 956 
corrinoid 253: 698 
corrinoid enzymes 258: 597 
corrinoid protein 253: 692; 253: 706; 257: 
515 
corticotropin 256: 7: 
Corynebacterium C12 253: 173 
Corynebacterium glutamicum 254: 96 
creatine kinase 254: 172 
Crmp 254: 14 
cross-linked DNA duplex 255: 414 
cross-linking 251: 487; 25 
256: 411; 257: 586 
cross-reactivity 258: 139 
cruciform DNA 
cryptic splicing 
crystal structure 
453 


a-crystallin 258: 1 


crystalline cellulose 251: 885 
fy-crystallins 255: 604 
CTP binding 255: 227 


CTP: phosphocholine cytidylyltransferase 


597 


cultured human cell 254: 389 

cumulus extracellular stabilizing factor 25 
339 

Cunninghamella echinulata 256: 112 

curvature 258: 846 

cuticle protein gene 254: 304 

CXC chemokine 258: 994 


cyanide 253: 743; 258: 572 


cyanobacteria 251: 142: 254: 154; 255: 309: 


256: 595; 257: 154; 258: 301 
cyanophycin synthetase 254: 154 
cybrids 257: 192 
cyclic AMP 258: 78 
cyclic phosphate 251: 986 
cycloartenol 256: 88 
cycloartenol synthase 256: 238 
y-cyclodextrin 255: 710 
cyclodextrin glycosyltransferase 253: 598 
cyclohexa-1,5-diene-1-carboxyl-CoA 

hydratase 255: 618 
cyclohexene oxide 
cycloheximide 251: 
cyclophilin 252: 441; 2 
CYP1 254: 111 
CYP11B1i 252: 458 





CYP11B2 252: 458 

CYP1A1 251: 893; 258: 803 

CYP1A2 251: 893 

cysteine pK, 255: 185 

cysteine protease 253: 76; 254: 6; 256: 163 

cysteine residue 253 : 684 

ZI: 250 

cysteine synthesis in plants 2597 23: 

cystine knot 253: 123 

cytochrome 258: 559 

cytochrome b 251: 418 
plex 


cysteine synthase 


cytochrome bc, comple 

cytochrome bd 255: 317 

cytochrome c 254: 662; 256: 271 

cytochrome c;;; 251: 288; 251: 787; 253: 
645 

cytochrome oxidase 258: 132 


255: 100 


cytochrome P-450 253: 659; 256: 190; 256: 


398; 257: 522; 257: S77 
cytochrome P-450.,,,, 251: 398 
cytochrome-c oxidase 251: 367: 

252: 325; 254: 389 
cytokine receptor 251: 25; 254: 5 

258: 831 
cytokine-receptor isoform 255: | 
cytokines 251: 812; 255: 60; 
cytokinin 258: 794 
cytolysin 252: 284 
cytoplasmic loop 251: 522 
cytosine-block repeats 258: 93 
cytoskeletal dynamics 256: 
cytoskeleton 252: 305; 25 
cytotoxicity 252: 207; 


D1 257: 7 

D1 reaction-center protein 251: 641 

death receptor 254: 439 

decarboxylase 253: 480 

decoding site 255: 409 

decorin 254: 266 

defense-related esterase 254: 

degradation 254: 643 

degradation of extracellular matrix 253: 67 

deletion 257: 154 

O-demethylase 253: 706; 257: 515 

denervation 256: 45 

3-deoxy-D-manno-oct-2-ulosonic acid trans- 
ferase 254: 404 

deoxyribonuclease 258: 540 

dephosphorylation 251: 496 

depressant insect toxin 254: 44 

dermatan sulfate 258: 775 

desaturase substrate 252: 513 

desensitization 255: 67 

desmopressin 252: 428 

destruction of tryptophan residue 

Desulfovibrio 251: 454 

Desulfovibrio vulgaris 258: 362 

detoxification 251: 549 

development 252: 194; 253 

developmental genetics 257 

dexamethasone 251: 374; 254: 81 

diabetes 256: 310 

diacylglycerol 258: 722 

diamine oxidase 251: 320 

diapause 251: 269 

dibenzofuran 253: 437 

Dictyostelium 256: 359 
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Dictyostelium discoideum 251: 275; 25 
517 
dicyclohexylcarbodiimide 253: 627 
dienoyl-CoA hydratase 255: 618; 256: 148 
differential display 252: 169; 254: gs 
differential scanning calorimetry 251: 
253: 462 
differentiation 254: 209; 256: 379 
diffusion 254: 172 
diflavin flavoprotein 254: 325 
255: 628 
dihydrolipoyl acetyltransferase 258: 491 
dihydrolipoyl dehydrogenase 258: 491 
dihydroxypropyladenine 252: 347 
3,5-diiodothyronine 252: 325 
diiron 254: 480 
dimer 253: 123; 


dihydrofolate reductase 


238: 521; 258: 1014 
dimer interface 251: 382 
dimerization 258: 100: 258: 559 
dimethyl suberimidate 252: 222 
dimethylamine 253: 692; 258: 597 
dimethylglycine dehydrogenase 257: 556 
dimethylsulfoxide 255: 303 
dimethylsulfoxide reductase 
dioxin 253: 437 
dioxin-responsive elements 
dioxygenase 253: 437 
dipeptidyl peptidases 253: 300; 25 


255: 527; 256: 369 


251: 510 


VER 
yee 


discontinuous DNA synthesis 25 

dissociation 251: 775 

distal histidine 257: 547 

distance geometry 257: 331 

disulfide 253: 123 

disulfide bond 251: 472; 251: 85 
107 

disulfide bridge pattern 257: 488 

disulfide linkages 258: 445 

disulfide reductase 257: 160 

disulfide reduction 252: 314 

disulphide bonds 257: fa 

DNA 254: 547; 256: 

DNA bending 253: 787; 

DNA intercalation 258: 

DNA methyl transferase 

DNA methylation 252: : 

DNA modification 251: 

DNA polymerase f 251: 8 

DNA polymerase 0 254: 209 

DNA polymerase I 252: 124 

DNA sequence 251: 329 

DNA synthesis 253: 

DNA topoisomerase 255: : 

DNA-binding 256: 106 

DnaK 251: 724 

DNA-protein interaction 253: : 

DNase I 256: 142 

DNase I hypersensitivity 256: 55 

docking 251: 367 


domain interface 


I 
5 


7 3 
domain structure 253 
dopa decarboxylase 25: 
dopamine 253: 810 
dopamine f-hydroxylase 257: 
dopamine //-monooxygenase 
double-stranded RNA 257: 3 
double-zine metalloenzyme 2 
down-regulation 255: 1 


Drosophila 252: 608; 2 
i 
257: 529; 257: 599 
Drosophila melanogaster 
230; 257: 522; 257: 599 
drug binding 257: 457 


drug delivery 251: 480 


‘ 
drug targets 258: 813 


drug-binding peptide 251 
drug/DNA complex 
DSB repair 258: 387 
duodenal mucosa 255 


258: 350 


dynamic light scattering 


E26 transformation-specific- 1 
E6-associated protein 254: 643 
easter 257: 615 
ecto-ATPase 251 
ectopeptidase 254 

eel calcitonin 257 

effect of lyotropic salts 258 
effector 252: 290 


alE isoforms 257: 274 
elastase 251: 839; 254 
elastin 258: 1 
electron microscopy 
electron transfer 251 
JIN; 2002 J0zs & 
electron transport 251 
electronic absorption 251: 830 
electron-transfer chain 254: 395 
electron-transfer flavoprotein 255: 1 
electropermeabilization 254: 382 
electrophoretic mobility shift assay 258: 93 
electrophysiology 255: 698 
electroporation 254: 382 


electrospray-ionization collision-induced dis 


sociation 253: 485 
electrostatic 258: 559 
electrostatic interaction 251 

253: 645 
ELISA 252: 385; 253 


251 


elongation factor 
142; 258: 986 

elongation mutant 252 

elsamicin A 251: 435 

embryo 253: 399 

EmrE protein 254: 610 

enantiomer 255: 271 

enantioselective sulphoxidation 258: 906 

enantioselectivity 254: 333 

endo-1,3-/-glucanase 257 

endocytosis 254: 527 

endoglucanase 251 

endoplasmic reticulum 
252: 372; 254: 1; 254 
256: 51 

endopolygalacturonase 


endothelial cell 252 


endothelin-2 257: 380 
endotoxin 258: 686 
energetics 257: 286 
energy conservation 
energy coupling 252 
energy transfer 256 
engineering substrate specificity 
enolase 251: 775 
enolpyruvyltransferase 253: 406 


enone reductase 255: 271 





1108 


enoyl-CoA hydratase 255: 618 
enteric bacteria 254: 679 
enterobacteria 251: 980 
Enterococcus faecalis 258: 515 
enterotoxigenic Escherichia coli 
254: 168; 254: 378 
enzyme 254: 90; 254: 433; 255 
enzyme activity 255: 329 
enzyme engineering 255 
enzyme II lactose 257 
enzyme inhibition 256 
enzyme inhibitor 
enzyme kinetics 
255; 257: 577 
enzyme mechanism 
eosinphil 253: 114 
eotaxin 253: 114 
epidermal-growth-factor module 
epidermal-growth-factor receptor 
epidermal melanocytes 255: 139 
epithelial cell 254: 81 
epitope mapping 252: 542 
epoxide 254: 480 
epoxide degri 
epoxide hydrolase 253 
EPR 254: 588; 258: 1001 
EPR spectroscopy 258: 485 
equilibrium 257: 495 
E Guus Cadalius 
ER retrieval signal 


ERp28 


4.58 RNA 2: 
Escherichia « hydrogenase 3 
E-selectin | 


ESI-MS 


ethanol dehydrog 
ethanolamine 
ethanolamine 
ether-cleavage 
ethylene 253 
Eubacterium li 
eukaryotic DN 


eukaryotic initiation factor 253 


} sun 


A replication 


evolution 251: 549; 255: 45 

evolution of aminoacylation systems 

exocytosis 258: 144 

exopolysaccharide fa 

exon mutation 256: 221 

exon trapping 254: 29 

5’-3’ exonuclease 252 

expression 257: 562; 258: 223 

expression in Escherichia coli 255: 628 

extended X-ray absorption fine structure 255 
172 

extension regions 258 

extracellular matrix 252: 339; 258: 1 


extracellular signal-regulated kinase 258: 976 
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oF, ATP synthase 251: 122; 252: 277 
*,F, reconstitution 252: 155 


f 
I 
F, 252: 155 
I 
I 


*,-adenosinetriphosphatase 254: 3 
*,-ATPase 258: 710 
facilitated diffusion 256: 245 
FAD 251: 946; 255: 125 
fatty acid derivatives 257: 443 
fatty acid elongation 252: 477 
fatty acid oxidation 253: 614 
fatty-acid substrate specificity 256: : 
fatty-acid-binding protein 251: 781; 
430 
ferredoxin 251: 946; 253: 437; 258: 465; 
258: 502 
ferredoxin-NADP° oxidoreductase 
ferredoxin-NADP 


ferric citrate 253: 139 


251: 724 


reductase 253: 132 


ferrioxamine 258: 1001 
ferritin 254: 223 

fetal alcohol syndrome 254 
fibril 254: 460; 258: 61 
fibrillin 256: 221 


fibrinogen 252: 569 


- 


5 


fibrinogen cofactor 252: 108 
114; 254: 497 
fibroblast growth factor-2 258: 271 


fibroblast 253: 


fibromodulin 254: 580 
fibronectin 258: 897 
FIIN/YY1 255: 563 
FILI 256: 212 
filamentous phage 252: 36 
filter-binding assay 256: 97 
first-pass metabolism 254: 25 
fission yeast 257: 630 


FK506 gene cluster 256: 528 
FK506-binding protein 252: 441 
FK506-binding protein/rapamycin-associated 
protein 253: 531 
FLAG epitope 251 
flavin 255: 125 


flavocytochrome b 251: 649 


flavodoxin 257: 577; 258 


362 


flavodoxin NADP’ oxidoreductase 
flavodoxin signature 254: 325 


flavoprotein 251: 935; 253: 292; 


2) 160 
flavoprotein monooxygenase 
flavorubredoxin 254: 325 
fluorescence 


257: 443: 258: 1009 


252: 600: 253 2; 2935: 006; 


fluorescence quenching 252: 331; 253: 339; 


7.227 
25 33 


fluorescence resonance energy transfer 252 


fluorescence spectroscopy 256: 570; 258 
170 
fluorescence-energy transfer 255: 580 
fluorescent carbodiimide 253: 339 
fluorescent MgATP complex analogs 253: 
245 
fluorescent probe 253: 371 
fluorosulfonylbenzoyl adenosine 251: 516 
fmdDEF 251: 4: 
alf fold 254: 32 
fold recognition 254: 135 
folding 251: 682; 253: 1 


folding free energy 254: 135 


folic acid 251: 768 

follitropin 256: 359 

formamidopyrimidine-DNA glycosylase 
413 

formate dehydrogenase 253: 645 

Fourier-transform infrared 256: 179 

Fourier-transform infrared spectroscopy 
261; 255: 588 

four-way junction 253: 787; 

fragmentation 251: 40% 

free-radical scavenger 

frequency-domain fluorometry 

frog retina 252: 591 

fructokinase 257: 85 

fructose 1,6-bisphosphate 258: 

fructose 2,6-bisphosphate 258: 

fructose metabolism 254: 96 

fructose 6-phosphate 254: 490 

FSBA 258: 579 

fucorhamnan 258: 696 

fucose 251: 804; 258: 623 

fucosyltransferase 256: 379 

fumarate reductase 251: 418; 253: 292; 254: 
588 

functional activity 252: 59 


251: 262 


functional analysis 
functional recovery 254: 256 
fungal glycosylation 256: 119 
fusion peptide 258: 150 
fusion protein 255: 369; 258: 107 
FUTI 256: 379 


D-galactose 4,6-cyclophosphate 254: 58 
f-galactosidase 255: 206 
/-galactoside-binding lectin 252: 400 
galactosyltransferase 257: 630 
galectin-1 252: 400 

Galleria mellonella 

gastric 252: 261 

GATA-1 258: 879 

GCN5 251: 9 

gel retardation 251: 427 

gelatinase 255: 246 

gelatinase B 258: 37 

gelin 253: 212 

gelsolin 251: 613; 258: 846 
gene 251: 605 

gene cloning 253: 280 

gene duplication 254: 304; 258 
gene evolution 252: 79 

gene expression 251 


445; 253: 619; 


gene family 251: 

gene fusion 256: 447 

gene localization 254 

gene organization 254: 

gene promoter 257: 362 

gene regulation 256: 106; 256: 436; 256: 
447; 258: 803 

gene replacement 256: 447 

gene structure 254: 103; 254: 685; 256: 24 

general odorant-binding proteins 258: 768 

genetic code 256: 80 

genetic disease 251: 549 

genetic variant 251: 329; 251: 549 


genome 255: 391 





genomic organization 251: 549; 258: ; 

Geodia cydonium 257: 420 

geranylgeranyl reductase 251: 413 

germin 252: 79 

germinating seeds 258: 546 

ginsenoside Rh2 257: 242 

gliadin 255: 739 

glial-cell-line-derived neurotrophic factor 
251: 622 

glomerular basement membrane 254: 123 

glucagon 254: 527 

glucocorticoid 254: 81; 256: 190 

glucocorticoid myopathy 251: 374 

glucocorticoid receptor 253: 619 

glucokinase 258: 223 

Gluconobacter suboxydans 255: 52 

glucose dehydrogenase 255: 25 

glucose-fructose oxidoreductase 251: 955 

glucose-methanol-choline oxidoreductase 
252: 90 

glucose oxidase 252: 90 

162; 256: 212 


glucose-6-phosphate dehydrogenase 251: 382 


glucose repression 252: 

glucosylceramide 258: 233 

glutamate dehydrogenase 255: 336; 258: 813 

glutaminase 254: 428 

glutamine synthetase 254: 70 

glutaminyl-tRNA synthetase 256: 80 

y-glutamyl transpeptidase 256: 297 

glutathione peroxidase 253: 445 

glutathione S-transferase 257: 434 

glutathione S-transferase 
462 

GLYCAM 258: 372 

N-glycan 252: 118 

glyceraldehyde-3-phosphate dehydrogenase 
252: 447 

glycerol uptake 256: 245 


257: 142 


251: 


fusion protein 


glycerol-ester hydrolase 
glycine 255: 220 
glycoamidase 252: 118 
glycolysis 254: 490; 258: 277; 
P-glycoprotein 251: 155; 2: 
140; 254: 181; 254: 189; 
170 
glycoprotein 251: 107; 252: 
257: 630: 258: 603 
glycosaminoglycan 251: 
499; 254: 371; 258: 669 
glycosaminonoglycan 252: 339 
glycosidase 253: 485 
N-glycosidase DIS £00 
glycosyl transfer 258: 
O-glycosylation 253: 5 
glycosylation 251: 8 
257: 131; 257: 228 
glycosylphosphatidylinositol 251: 389 
glycosyltransferase 254: 626; 256: 494 
glycosyltransferase mechanism 255: 710 
glycoxidation 255: 685 
glycyl-tRNA synthetase 251: 744 
Golgi mannosidase | 253: 494 
gonadotropin 256: 359 


G-protein-coupled receptor 255: 363 


a) 
G-protein-coupled receptor kinase 255: 363 


grass pollen allergen 252: 200 
Greek-key topology 255: 604 
GroEL 251: 181 


114; 251: 991; 253: 
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Groucho 258: 339 

growth factor 251: 622 

growth inhibitory factor 255: 172 

growth phase 254: 6 

growth-blocking peptide 253: 810 

growth-hormone receptor 255: 1 

G.-protein 255: 369 

GTP-binding protein 251: 314; 258: 144 

guanine nucleotide 252: 305 

guanine-nucleotide-binding-regulatory- 
protein—coupled receptor 251: 217 

guanosine 3’,5’-phosphate 255: 391 

guanoxabenz 257: 178 

guanylate kinase 252: 305 


guanylate-cyclase-activating protein 252: 591 


haematophagous 254: 290 
Haemophilus somnus 253: 507 
Hafnia alvei 251: 980 
hairpins 256: 580 

halophilic enzymes 258: 85 


HAP transcription complex 251: 758 
Hap1 254: 111 

hapten-protein conjugate 252: 385 
hatching enzyme 253: 796 

heart 254: 103; 258: 277 

heart mitochondria 254: 172 

heart perfusion 254: 75 

heat and oxidative stress 

heat-shock 255: 


heat-shock factor 256: 334 


356; 255: 


heat-shock protein 256: 334 
heat-shock transcription factor 
heat-shock-factor diversity 
heat-shock-factor gene 2 
heat-shock-factor MRNA 
heavy chain 255: 107 
helicase 254: 558 

ai 


3 271 


a-helix 
helix 257: 380 

heme 258: 820 

heme protein 256: 16 
heme structure 251: 830 
heme-cavity structure 253: 751 
heme-regulated elF-2a kinase 255: 
hemocyanin 256: 350 
hemoprotein 258: 820 

hen egg white lysozyme 258: 192 
heparan sulfate 252: 576 

heparan sulfate proteoglycan 254 
300; 256: 461 
hepatitis-C virus 258: 100 
hepatocyte 251: 804 


heparin 253 


hepatocyte growth factor activator 
hepatoma 253: 771 

hepatoma cell 258: 113 
herpes simplex virus 255: 472 
HES proteins 258: 339 
heterodimer 251: 343 
heterodisulfide reductase 25 


96: 3° 


heterogeneity 251: 812; 2 
253 


heterologous expression 
255: 739 

Hev b7 

Hevea 255: 21: 

hexamerin 258: 929 

hexokinase 258: 223 


high hydrostatic pressure 255: 206 
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high-affinity binding 258: 831 

high-mannose-type oligosaccharide 

high-mobility-group box 251: 427 

high-mobility-group protein 1 (HMG1) 251 
427; 253: 787 

HIOMT gene 258: 44 

Hirudo medicinalis 256: 297 

His tag 255: 87 

histamine 253: 300 

histamine-releasing capacity 252: 200 

histamine-releasing factor 257: 62 


histidine-containing phosphocarrier 


protein 
ode: ol 

histone acetylation 251: 9 

(histone) gene expression 256 

histone gene promoter 

histone H1 251: 281; 

HIV 256: 369; 25 

H’ ,.K ’-exchanging 

HL60 257: 344 
H-NMR 258: 722 


H-NMR spectroscopy 

257: 263 
Hoechst 33342 254: 181; 2 
holocarboxylase synthetase 
257: 427 


holoenzyme structure 251 


holoenzyme 


holoprotein én 781 
homology modeling 253: 751 
Hordeum vuigare cv. Salome 251 


hormones 256: 60; 258: 277 
horse 255: 432 

horse dander allergen 
HPLC 
Hsc70 255: 552 


Hsp70 251: 724 


258: 623 


H “-transporting ATPase 

human 251: 667; 254 
391: 256: 36: 

human aldose reductase 

human cancer cell line 2 

human cartilage glycoprotein of 39 kDa 251 
504 

human choriocarcinoma cell 253 

human choriogonadotropin 253 
359 

human elastin 258: 533 

human fibroblast 254: 266 

human immunodeficiency virus 
256: 334: 257: 69 

human immunodeficiency virus integrase 
253: 236 

human liver 251: 893 

human mannose receptor 251: 107 

human N’.N°-dimethylarginine dimethyl 
aminohydrolase 258: 863 

human peripheral blood mononuclear cells 
256: 369 

human serum albumin 251: 329 

human Sre-like adaptor protein 25 

254: 129 


human transforming growth factor 


human tissue factor 
505 if 

human umbilical vein endothelial cells 
378 

human uterine cervical fibroblast 251: 353 

human-immunodeficiency-virus-1 envelope 
protein gp120 252: 441 





1110 


HupUV protein 251: 65 
HXGH site 255: 227 


1] 252 


hyaluronic ac 339 
hyaluronic-acid-binding protein 
hyb 255 46 

hybrid cluster 2 

hybrid protein 253: 817; 258: 890 
hydra 255: 703 


hydratase 251 


hydride transfer 
hydrogen bonding 
hydrogen peroxide 
hydrogenase 252 
hydrogenase synthesis 
hydrogen-deuterium exchange 
214 
a/f hydrolase fold 25 
hydrolysis 253: 469; 
258: 200 
hydroph« bic 257: 562 
hydrostatic pressure 
2-hydroxy ketone 257: 538 
p-hydroxybenzoate hydroxylase 
4-hydroxybenzoyl-CoA reductase 
18-hydroxy-deoxycorticosterone 258: 869 
19-hydroxy-deoxycorticosterone 258: 869 
> 


2-hydroxyglutaryl-CoA dehydratase 256 
N-hydroxyguanidine 257: 178 


hydroxylaminolysis 257: 236 
hydroxylase 252: 229; 254: 602 
11f-hydroxylase 258: 869 
5-hydroxy-6-methylbenzimidazole 
5-hydroxy-6-methylbenzimidazole-a 
ribofuranoside 254: 620 
hydroxynitrile lyase 
2-hydroxypentadienoic 
3-hydroxypimelyl-CoA 
3-hydroxyretinal 257 
hypercholesterolemia 
hyperthermophiles 258: 8 
754 


hyperthermophilic 486; 258 


hyperthermophilic bacterium 258 


hyperthermophilic enzymes 
hypF gene 251 
hypoxia 


hypoxia marker 


Ig-binding protein 


IgE-binding capacity 


IIB domain 


ate recombination 258: 38 

imipramine 251: 893 
immune cross-reactivity 251: 405 
2: 391 


immunostaining 


n situ localization 


>$si0on 
» mutagenesis 
» selection 2 
vivo protein folding 
inactivation 
inborn error 253 
inclusion bodies 


infectivity 251 
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influenza virus 258: 320 
infrared spectroscopy 258: 214; 258: 686 
inhibition 258: 150 
inhibition of protein synthesis 255: 400 
inhibitor 254: 90; 256: ; 200: S17 
inhibitor complex 
inhibitor of apoptosis protein 254: 439 
inhibitor studies 256: 245 
inhibitory conformation 255: 12 
initiation 258: 820 
initiation-factor-4E-binding protein 
inner nuclear membrane 251: 729 
inositolphospholipid 258: 846 
inositoiphospholipid 3-kinase 253: 
inositolphospholipid signaling 25: 
insect 254: 50; 254: 290; 254 

929 
insect defence peptide 256: 
insect immunity 254 

734; 257: 615 
insecticidal protein 25 
insulin 253: 10; 253: 

580; 258: 271 
integral membrane proteins 

332 
integrin 253: 552 
interaction of ATP-binding sites 
intercellular adhesion molecule 1 
interferon 254: 248; 254: 514 
interferon-a 253: 485 
interferon-7 251: 181; 256: 303; 258: 968 
interferon-}-activation sites 258: 968 
interferon-induced protein 257: 319 
interferon response 254: 117 
inter-a-inhibitor 255: 107 
interleukin-1/5 253: 76; 258: 994 
interleukin-1/-converting enzyme homolog 

253: 76 
interleukin-2 receptor 253 
interleukin-4 257: 11 
internalization signal 
intersubunit contact 
inter-a-trypsin inhibitor 252 
intestinal peptide transport 
intestine 258: 948 
intracellular calcium 252 
intracellular phosphate 
intradiol cleavage 257: 92 
intrinsic fluorescence 255 
intron 254: 297 
ion channel 253: 606 
ionic-strength dependence 251 
ion-pair network 255: 336 
iron 254: 144; 254: 223; 254 

207; 258: 572 
iron limitation 251: 54 
iron metabolism 254: 144 
iron reductase 258: 1001 
iron regulation 254: 230 
iron-regulatory protein 254 
iron-responsive element 
iron-sulfur cluster 
iron-sulfur flavin 251: 
iron-sulfur protein 251: 5 

1001 
iron-sulfur subunit 251: 164 
iron-superoxide dismutase 253: 49 
iron transport 253: 139 


iron uptake 254: 144; 258: 1022 

ischaemia 258: 277 

ischemia/reperfusion injury 254: 256 

islet amyloid polypeptide 251: 208 

islets of Langerhans 257: 274 

2-isobutyl-3-methoxypyrazine 252: 563 

isocitrate dehydrogenase kinase/phosphatase 
258: 579 

isocyclic ring E formation 257: 185 

isoenzyme 251: 343 

isoform 251: 195; 252: 200; 253: 20; 256: 
461; 258: 586 

isopeptide-bond cleavage 256: 297 

isoprenoid 255: 52 

isotope-exchange reaction 252: 360 


isozyme 251: 236; 257: 85 


Janus kinase 255: 1 

Janus kinase/signal transducer and activator 
of transcription (JAK/STAT) pathway 251: 
25 


juvenile hormone regulation 258: 929 


kallikrein 251: 845 

90-kDa heat-shock protein 251: 181 

58-kDa microspherule protein 253: 734 

keratinocyte 256: 75 

ketohexokinase 257: 85 

kidney 252: 194; 257: 274 

kinesin 257: 466 

kinetic isotope effect 253 

kinetic property 258: 1040 

kinetics 253: 469; 253: 645 

kinetics of phosphodiesterase hydrolysis 
414 

kinin 251: 845 

kininogenase 251: 845 

KICpfip binding 256: 67 

KICYC1 256: 67 


Kluyveromyces fragilis 257: 427 


719 


Kluyveromyces lactis gene expression 256: 
67 


a-K-toxin 254: 468 


labelling 258: 192 
lactococcin 251: 565 
lactoferrin 254: 144 
lactoperoxidase 258: 906 
lactosaminoglycan 253: 499 
lamin B 253: 107 
laminarinase 257: 101 
lamprey 254: 223 

large subunit 253: 476 


132 


laser-flash photolysis 258 

latex allergy 255: 213 

LDS-751 254: 181 

lead ribozyme 255: 727 

lead tetraacetate oxidation 258: 603 

lecithin-cholesterol acyltransferase 256: 570 

lectin 251: 504; 252: 59; 252: 416; 254: 
217; 254: 596 

leech 253: 212; 254: 565; 254: 692 

legumain 258: 546 

Leishmania 251 

Leishmania gp63 

lens 257: 351 

lens cultures 255: 37 

leucine-rich repeat 251: 389 
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leukotriene-C, synthase 251: 227 


leukotriene Pw 

leukotriene synthesis inhibitor 256: 364 
251: 691 

Leydig cells 258: 53 

Lheb5 
lifetime distribution 257 
2a12 S30; 


Lewis* determinant 
253: 653 


ligand binding 
258: 768 

ligand-binding 

ligand effects on unfolding 255: 

ligation 258: 387 

light harvesting 253: 653 

light stimulation 258: 1009 

light-harvesting complex 255: 196 

Limax flavus 254: 217 

limited proteolysis 253: 720; 254: 50; 256 
36; 258: 214 

linkage region 258: 669 

O-linked N-acetylglucosamine 253: 517 

O-linked oligosaccharides 258: 603 

lipase 254: 333 

lipid A 258: 686 

lipid bilayer 258: 722 

lipid bilayer membrane 254: 679 

lipid binding 253: 328 

lipid mixing 258: 150 

lipid vesicle 251: 448; 252: 284 

lipid-peptide interaction 256: 570 

lipocalin 256: 287 

lipocalin protein 253: 202 

lipodepsinonapeptide 257: 449 

lipooligosaccharide 254: 626 

lipophosphoglycan 258: 150 

lipopolysaccharide biosynthesis 254: 404 

lipopolysaccharide inducibility 258: 994 

lipopolysaccharides 251: 189; 251: 5 

251: 980; 253: 319; 730; 

254: 168; 254: 378; 

256: 488: 


liposome 253: 760 


258: 657 
3 


5-lipoxygenase 254: 
s 


+ 


lipoyl domain 


x 
liver 253: 84; 254 
3 


538; 255: 685 


liver development 252: 178 

liver mitochondria and pyrimidine biosyn- 
thesis 251: 597 

localization 257: 169 

long target RNA 254: 129 

long-term stability 255: 604 

loop 257: 154 

loop 6 253: 476 

low-density lipoprotein 252: 378; 254: 460 

low-density-lipoprotein-receptor-related pro- 
tein 251: 804 

low ionic strength 256: 271 

low molecular mass glutenin 255: 739 

LOX2-type linoleate 13-lipoxygenase 251 

LPS-—protein interaction 258: 686 

luciferase activity 256: 436 

lung fibroblast 253: 430 

Lupinus luteus 256: 80 

Lycopersicon esculentum 253: 20; 253 

lysine aminotransferase 254: 347 

lysine biosynthesis 251: 716 

lysine catabolism 253: 720 

lysine-oxoglutarate reductase 253: 720 


36 
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lysophosphatidic acid 251: 314 
lysosomal 256: 163 
lysosome 251: 295; 
lysozyme 251 

258: 686 


lysyl oxidase 258: 1 


504; 251: 734; 


256 


M2 acetylcholine receptor 251: 659 

macrophages 251 

magnetic susceptibility tensor 

Maillard reaction 255: 685 
443 

majastridin 255: 87 


maize 257 


major-histocompatibility-complex class II 
254: 313 

malaria 258: 813 

malate dehydrogenase 254 

malate oxidase 254: 395 

MALDI-MS 258 

maleimidobenzoy]-actin-caldesmon complex 
254: 571 


579 


malonyl-CoA decarboxylase 257: 395 
malonyl-CoA synthetase 257: 395 
maltogenic amylase 253: 251 
maltopentaose 252: 100 
Mamestra brassicae 258: 768 

254: 1 

mammalian cell expression 252: 108 
492 


) 


mammal 
mammalian fertilization 252 
mammalian target of rapamycin 253: 531 
mammary gland 258: 784 

874 
manganese(II) complex 252: 25 


560 


manganese dependence 251 


O-mannosylation 253 


Marchantia polymorpha 255: 196 

Marfan syndrome 256: 221 

MarR protein family 251: 916 

mass spectrometry 251: 114; 254 
162; 258: 29; 258: 164 

mast cells 253: 300; 256: i44 

matABC 257: 

mathematical modeling 


602: 


255 


395 
360 
matrix metalloprotease Ly = 2 
matrix metalloprotease-2 


353 


gelatinase A 


matrix metalloproteinase-9 258: 37 
matrix-assisted laser-desorption ionization 
time of flight 253: 485 
matrix-assisted laser-desorption-ionization 
560 
matrix-assisted laser-desorption-ionization 
MS 118; 257: 420; 258: 623 


Matteuccia struthiopteris 252: 79 


95§2 


mass spectrometry 
49 
maximum life-span 255: 685 


MCI 
mechanical stimulation 253: 445 


257: 372 


257: 362 


mechanical stress 
mechanism 257 
medaka fish 

megakaryocyte 258: 879 


254: 50; 25 


160 
253: 42 


melanin 615 
melanocortin 257: 31 
melanocyte-stimulating-hormone receptor 
257: 31 
melanogenesis 255: 139 
melanoma 258: 68 


melanotransferrin 256: 503 


a-melanotropin 258: 68 
melatonin 258: 44 

melittin tetramer 257 
959-527 


membrane 
membrane anchor 258 
membrane association 
membrane bound 25 
membrane domain 
membrane fusion 25 
membrane insertion 
membrane lipid 251: 641 
membrane permeabilization 


membrane potential 251: 538 


7479 


membrane protein 251 


610; 257: 202 


i 


membrane type-1 matrix metalloprotease 
(MT1-MMP) 251: 353 

membrane-bound transferrin-like protein 
503 

membrane—protein interaction 25 

menaquinone 254: 588 

mesophilic and thermophilic Met/ 
256: 97 


metabolic control analysis 254: 194 
metabolic flux 252: 360 


metabolic-control analysis 258 

metabolism 253: 743 

metabolism of one-carbon amino 
556 

metal binding 252: 124 


metal ion 255: 727 
metal substitution 251: 673 
metal-binding site 258: 207 
metalloenzyme stoichiometry 


57:6 


> 7 
> 


metalloenzymes 


§?- 9990 52 


metalloprotease 2 
metalloprotease inhibitor 25 
metalloprotease/disintegrin famil) 
55: 535 


metalloproteases 


: 
metallothioneins 255 
metamorphosis 254 
methane oxidation 
Methanococcus 
methanogenesis 
methanogenic Archaea 
258: 85 
methanol metabolism 
Methanopyrus 255: 93 
Methanosarcina barkeri 
253: 698: 258: 59 
methionine 253 
methotrexate resistance 
V’-methyladenine 251 
V-methyi-D-aspartate rece 
252:391 


methylation 253 | 
5-methyldeoxycytidine 
24-methylene lophenol 
Methylophilus methylotrophus 
methylpyridine 256: 253 
8-O-methyltransferase 251 
methyltransferase 253: 692 
706; 257 5 
MgADP 257: 466 
500-MHz 'H-NMR 258 


252 274 


515 


micelle 
Michaelis constant 252: 477 


microantibody 258: 164 
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microcystins 258: 301 
microfibril-associated glycoprotein 258: 1 
a,-microglobulin 253: 637 
f2-microglobulin 258: 61 
microperoxidase-8 
microsomal fraction 
microtubule 253: 591 
microtubule-associated protein 252 
253: 59] 
midgut 254: 290 
MIGI 252: 162 
milk fat globule membrane proteins 257 
milk-clotting enzyme 255: 133 
Mimosa pudica 258: 1009 
minor chlorophyll a/b protein 253: 653 
minor chlorophyll-a/b-binding protein 255 
196 


4 


mismatched DNA bases 25: 
mite 251: 443 


mitochondria 252 
256: 212 


- 258 
mitochondrial DNA 257 


mitochondrial nuclease 256: 112 


229 


mitochondrial solute transporters 258: 33 


mitogen-activated protein kinase 253: 421; 


253: 531; 253: 545; 258: 271 

mitogen-activated-protein-kinase pathway 
259: 1 

mitogenesis 256 

mixed disulfide 

mixed solvents 

mmtA gene 258 

mode of action 

model 258: 533 

model study 251: 91 

modular polyketide synthase 256: 528 


moenomycin A 252: 500 
Mossbauer 251: 454 


Mossbauer spectrosc« py 


MOG 258: 478 


molecular ¢ haperone 


255: 611 


molecular cloning 
molecular docking 2 
molecular dynamics 251 

253: 184: 257: 449: 258 
molecular modeling 252: 416 

256: 404 
257: 466 


molecular motor 255: 654 
molecular orbital calculation 257: 92 
molecular phylogeny 256: 80; 258: 929 
moloney murine leukemia virus 257: 69 
molybdate 255 

molybdenum 

molybdoenzyme 

Mono Mac 6 254 

monoamine oxidase 

monoclonal antibodies 


258: 37; 258: 411 


monocytes 256: 550 

monomer 255: 178 

monooxygenase 254 

monovalent cation 

morphogenesis 256: 419 

mouse complement 254 

mouse liver 251: 631 

mouse mammary tumor virus 258: 1032 
mRNA 251: 374 
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mRNA and protein expression 

mRNA cap structure 253: 
Mu repressor 252: 408 


Muc2 253: 123 


- 
27 


mucin 253: 123 
Mucor 252: 513 
multidrug resistance 251: 155; 251: 252; 
252: 140; 254 
255: 383; 256: 170 
multidrug-resistance protein 252: 140 
multienzyme complex 252: 45 
multiheme cytochrome 256: 261 
multiple-turnover catalyst 254: 129 
multipotential S6 kinase 251: 201 
multistep mechanism 251: 955 
muscarinic acetylcholine receptor 255: 
muscle contraction 252: 520; 256: 229 
mutagenesis 251: 590; 
254: 490; 255 
mutant 258: 502 
mutant proteins 
mutants 251: 
mutation 255: 47 
mutational analysis 257 
MVDP 256: 541 
mycobacteria 256: 580 
Mycobacterium bovis BCG 251: 734 
Mycobacterium tuberculosis 251 
485 
myelin 258: 478 
myelin-associated glycoprotein 255: 663; 
258: 677 
myocardial ischaemia 254: 75 
myosin 252: 520; 
myosin head 251 
myosin heavy chains 
myosin light chains 2 
myosin V 257: 529 


myotoxin 253: 452 


NADH oxidase 251: 935 
NADH/NAD’ ratio 254: 96 


NADH: ubiquinone oxidoreductase 252: 467 


NADPH binding 253: 194 
NADPH oxidase 251 
649 
NADPH-cytochrome P-450 reductase 
1040 
Na‘’/H*® exchanger 257: 228 
Na’/K°-exchanging ATPase 2 
Na’/K°-transporting ATPase 253 


nanoelectrospray mass spectrometry 253: 507 


2-naphthoflavone 258: 948 

nascent peptide 255: 409; 257: 249 
ned 257: 466 

nearest neighbour analysis 257: 586 
necrosis 253: 766 

Neisseria meningitidis 254: 626 
nematode cuticle 255: 588 
neomycin 258: 986 
nerve-growth-factor signaling 251: 195 
nervous system 253: 810 

nesting 256: 350 


neuraminidase 258: 320 


neuromuscular junction 253: 382; 254: 123 


neuron 256: 201 
neuronal development 254: 14; 258: 339 


181; 254: 189; 254: 610; 


neuropeptide Y 
a-neurotoxin 

neurturin 251: 622 
neutral N-glycan 251: 691 
neutralization 258: 164 
neutron scattering 252: 
neutrophil 251: 649 
NH exchange 251: 288; 251: 787 
nickel 255: 746; 256: 16 
Nicotiana tabacum 251: 496 


72 
73 


nicotinic acetylcholine receptor 252: 
253: 229; 254: 238; 255: 455 

[NiFeSe]-hydrogenase 256: 447 

nikkomyein 254: 347 

nitric oxide 252: 378; 253: 146 

nitric oxide synthase inhibitor 258: 863 

nitrogen fixation 251: 54 

nitrogen metabolism 254: 428 

nitrosation 253: 146 

nitrous acid 253: 146 

N-linked carbohydrate chain 252: 492 

N-linked glycans 258: 243; 258: 854 

N-linked glycosylation 252: 372; 256: 51 


N-linked oligosaccharide sequence 253: 494 


NMDA receptor expression 256: 427 
N-NMR 255: 125 
NMR 251: 114; 251: 133; 
448; : Pelle 
986; 252: 51; 
500; 252: 520; 
507; 253: 560; 
96; 254: 168; 
: 610; 
> 279; 255: 289; 
: 611: 
: 261; 
oi p be 
131; 257: 331; 257: 380; 
449; 257: 466; 258: 68; 
139; 10; 258: 372; 
502 
NMR NH temperature coefficient 
NMR structure 257: 69 
NOE 257: 479; 258: 372 
non-Af) component of Alzheimer’s disease 
amyloid 258: 157 
non-catabolic protein ubiquitylation 255: 
482; 255: 492 
non-catabolic ubiquitylation 255: 422 
non-conventional yeast 256: 67 
nonenzymatic palmitoylation 257: 236 
non-homologous DNA end joining 251: 8 


258: 387 


non-nucleoside reverse transcriptase inhibitor 


251: 487 
non-oxidative decarboxylation 253: 480; 
257: 495 
non-ribosomal peptide synthesis 254: 154 
non-specific carboxylesterase 251: 863 
non-specific cross-reacting antigen 253: 7 
non-transferrin-bound iron 253: 139 
Notch signaling 258: 339 
NPY receptor 255: 595 
Nramp1! 251: 734 
N-terminal sequence 251: 227 
N-terminal sequencing 253: 202; 255: 
NTH] expression 255: 544 
nuclear envelope 251: 729 


78 
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nuclear factor-kB 254: 81; 254: 439 
nuclear factor-KB activation 257: 47 
nuclear factor-«B-DNA interaction 255: 414 


oxygen incorporation 253: 659 


oxygenase 252: 229 


Phanerochaete chrysosporium 253: 101 
ye 


phase variation 253: 507 


oxygenase-catalyzed and hydratase-catalyzed 


nuclear lamina 251: 729 
nuclear Overhauser effect 252: 416 
nuclear protein 258: 93 
nuclear receptor co-repressor 257: 607 
nuclear receptors 253: 619 
nuclear respiratory factor 251: 164 
nuclear ribonuclease P 251: 244 
nuclease 251: 924 
nuclease C1 256: 112 
nuclease inhibitor 251: 924 
nuclei 253: 545 
nucleolar localization 257: 319 
nucleolar protein 253: 734 
nucleolus 253: 73 
nucleosome 251: 9 
nucleotide binding 254: : 

710 


nucleotide signaling 
nucleotide store 254: 
nucleotide-exchange factor 
nucleus 251: 281 


nutritional regulation 251: 631 


obesity 253: 619 
odorant-binding protein 
oesophageal cancer 258: 
oil biosynthesis 252: 51: 
Ole e 3 258: 454 
Oleamide 254: 634 
olfaction 254: 318; 258: 768 
2’-5’ oligoadenylate synthetase 257: 
(2’-5’)oligoadenylate 257: 420 
oligodeoxyribonucleotide 252: 207 
oligomannose type 256: 163 
oligomer 258: 1014 
oligomerisation 252: 408 
oligosaccharide 252: 253; 257: 
372; 258: 623 
olive-pollen allergy 258: 454 
ontogenesis 251: 893 
oogenesis 257: 529 
o-phthalaldehyde 257: 586 
optical spectroscopies 258: 533 
oral squamous cell carcinoma 253: 
organic acid 253: 480 
ornithine 258: 702 
ornithine carbamoyltransferase 251: 5 
orotic acid and carcinogenesis 
Orvctes rhinoceros 255: 734 
osteoclastogenesis 254: 685 
overexpression 252: 169; 2 
overexpression in tumor 258: 752 
overfiow metabolism 254: 96 
ovine placenta 252: 400 
a-oxidation 251: 907 


oxidative phosphorylation 252: 508; 254: 


172 
oxidoreductase 252: 486 
oxidosqualene cyclase 256: 238 
oxygen binding 256: 350 
oxygen consumption 256: 16 
oxygen evolution 252: 268 
oxygen exchange 253: 659 


cyclization 257: 185 
oxygen-rebound mechanism 258: 906 


p11 protein 257: 112 

p120 253: 734 

we AO ee 

p40" 251: 573; 251: 

P-450 258: 869 

P-450 interaction 258: 1040 
p47 po) pee 

p53 257: 351 

p67 Zot? FESS 2082 SO 
p97 256: 503 

Panax ginseng 256: 238 
pancreas 254: 282 

pancreatitis 254: 282 
Paracoccus denitrificans 255: 100 
paralogous genes 256: 80 
paramagnetism 258: 465 
Paramecium 251: 605 
parasitization 253: 810 
parasitoid wasp 252: 299 
parotid gland 258: 623 

PAS-4 257: 488 

patatin 252: 66 

patch clamp 253: 606 

PC motif 251: 583 

PC12 cell 251: 195; 254: 
PCTAIRE 257: 112 

PDMP 258: 233 

penicillin biosynthesis 251: 
penicillin-binding protein 25 
Penicillium amagasakiense 252: 
PENR1 251: 758 
pentose-phosphate pathway 
pepsin 253: 804; 254: 160 
pepsin inhibitor 253: 804 
PEPT1 255: 698 

peptide 251: 480; 251: 659; 253: 
peptide binding 254: 63 
peptide conformation 252: 428 
peptide coupling 255: 446 
peptide fragmentation 255: 162 
peptide library 254: 433; 258: 396 


peptide N-glycanase N-giycosidase 252: 118 


peptide-N*-(N-acetyl-/-glucosaminy] )aspara- 


gine amidase 252: 118 


peptides 255: 432; 255: 462 


. 
peptidyltransferase 258: 437 


perfused rat liver 254: 194 

peripheral membrane protein 254: 395 
periplasm 255: 746 

perlecan 254: 371 

permeability transition pore 258: 
permease 251: 916 

peroxidase 257: 121; 257 

peroxidase activity 258: 29 
peroxisome proliferator 251: 
peroxisomes 251: 359; 258 
peroxynitrite 253: 146 
pertussis toxin 254: 313 
pH 257: 547 

PH titration 251: 133 
phage display 252: 36 


phage display library 251: 155 


phaseolin 258: 546 

Phaseolus vulgaris L 258: 546 

phenol oxidase 254: 50; 257: 615 

phenylacetate 251: 907 

phenylacetylearbinol 257: 538 

phenylalanine 251: 907 

phenylalanine hydroxylase 257 

phenylarsine oxide 251: 649 

phenylglyoxylate: acceptor oxidoreductase 
251: 907 

phenylketonuria expression 257: 1 

phenylserine 255: 220 

pheromone 252: 563 

phloem 254: 160 

phosphatase-1 257: 35 


971 


phosphate 256: 271 
phosphatidylcholine 252: 513 
phosphatidylethanolamine-rich membrane 
252: 608 
phosphatidylinositol 258: 846 
phosphatidylinositol 4,5-bisphosphate 
281; 253: 357 
phosphatidylinositol 3-kinase 
phosphatidylinositol 4-kinase 
phosphatidylinositol 4-phosphate 
phosphatidylinositol transfer protein 
phosphatidylinositol-specific phospholipase 
C-a 254: 420 
phosphodiesterase 


~ 


55: 391 

phosphoenolpyruvate carboxykinase 253 
255: 439 

phosphofructokinase 258: 956 

6-phosphofructo-2-kinase 254: 490 

6-phosphofructo-2-kinase/fructose-2,6- 
bisphosphatase 254: 103 

phosphoglucose isomerase 257: 500 

phosphoglycerate mutase B 254: 497 

phosphohistidine 254: 433 

phospholamban 

phospholipase A 

phospholipase C 03 25 

phospholipids 257: 169 


phospholipid-transfer protein 258: 402 


5 


phosphopeptide 252: 73 
phosphoprotein family 254: 14 
phosphorylase 251: 343 
phosphorylated mannose 


phosphorylation 251 


phosphorylation-specific antibodies 
phosphorylcholine 255: 296 
phosphotransferase 257: 389 
phosphotransferase system 
phosphotyrosine 258: 784 
photoaffinity labeling 252 

255: 595; 256: 229 
photo-cross-linking 255: 409 
photophysical properties 
photoreceptor 252: 591 
photosynthesis 251 
photosystem I 255 
photosystem II 251 

161; 253: 653; 

586 
phycobilisome 257 
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phylogenetic tree processivity 258: 1032 protein solubilization 252: 537 
phylogeny 35 55: $27 product specificity 253: 598 protein sorting 252: 16 

Physarum polycepha 2 proenzyme activation 258: 37 protein stability 255: 604; 257: 1 
phytol biosynthesis 251 3 progelatinase B activation 253: 67 protein structure 251: 133; 251: 565; 


PI 3-kinase 25 programmed cell death 252: 1; 253: 583 613; 257: 457; 258: 1014 
Pichia pastoris 7 d y prohormone convertase 2 25 protein structure determination 
pigment protein ] prokaryotic enhancer 253: 371 protein superfamily 252: 79 
pineal 258: 4 prolactin 258: 784 protein synthesis 251: 201; 253: 
placental protein 2 152 proliferating-cell nuclear antigen 254: 209 409; 257: 255; 258: 437 


nlan 7 


planar aggregate 253 proliferation 256: 75; 256: 342 protein targeting 257: 41 


planar lipid bilayer proline 255: 462 protein translocation 251: 821; 254: 1; 
plant biology 2 55 prolyl endopeptidase 252: 178 690 


plant genome 2 : promoter 256: 67; 256: 510; 25 


62; 258 protein-tyrosine phosphatase 251: 964 


plant lipid-transfer protein 257: 443 113; 258: 968 proteoglycan 252: 576; 254: 371 
plant sterol methyltransfe 256: 8 propeptide 252: 530 proteoglycan domain 254: 580 


plasma kallikrein 2 pro-phenol oxidase 257: 615 proteolysis 255: 107; 258: 291 
proproteinase E 251: 839 proteolysis profile 255: 383 


plasminogen activa 252: 185 prostaglandin 256: 334 proteolytic cleavage 254: 602 
ninogen vatol 3: ¢ 25 5 prostate cancer 255: 329 proteolytic processing 255: 133 


plasminogen activator fibrin 252: 1 prostate-specific antigen Proteus penneri 253: 730 


plasminogen ivator type-2 256 protease 252: 178; 11; £05: STO 2 Proteus vulgaris 256: 488 
plasminogen mutai 51 7 protochlorophyll 253: 161 


plasminoge 


protochlorophyllide reductase 253: 161 
proteasome a-proton exchange 252: 113 
14-3-3 protein 257 proton potential 251: 538; 257: 210 
protein 257: 622 proton translocation 256: 589; 257: 202 


protein 4.1 258: 567 pro-transglutaminase 257: 570 
protein A 258: 890 PsaD 255: 309 

protein assembly 258: - psbA gene expression 251: 
protein biosynthesis pseudogenes 257: 62 
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